The asymmetric unit of the title compound, C 20 H 18 N 8 O 2 , comprises one complete molecule and a half molecule completed by crystallographic twofold symmetry leading to Z = 12. The dihedral angles between the planes of the linked phenyl and methyltriazolyl groups are 69.48 (5) and 44.85 (9) for the first molecule and 42.88 (9) for the second. The conformations of the diformyl hydrazyl groups of the molecules are similar as indicated by C-N-N-C torsion angles of À83.4 (2) and À86.4 (3) . In the crystal, neighbouring molecules are linked by pairs of N-HÁ Á ÁO hydrogen bonds to form independent columns propagating parallel to the c-axis direction.
data reports hydrazyl groups of the two molecules are similar as indicated by the C-N-N-C torsion angles of À83.4 (2) and À86.4 (3) . The dihedral angle between the C7 and C13 triazole rings in the first molecule is 63.65 (10) and the equivalent angle between the symmetry-related C27 rings in the second molecule is 61.80 (4) .
Neighbouring molecules in the crystal structure are linked by pairs of N-HÁ Á ÁO hydrogen bonds (Table 1) , forming columns parallel to the c-axis direction The two types of molecule form separate columns that alternate along the aaxis direction (Fig. 2 ).
Synthesis and crystallization
The synthesis of the title compound has already been reported (Abdel-Wahab et al., 2017) . Yellow needles of the title compound were recrystallized from dimethylformamide solution (yield = 72%; m.p. 279-280 C).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 .
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Figure 2
A segment of the crystal structure viewed down the b axis showing N-HÁ Á ÁO hydrogen-bonding contacts leading to [001] chains. Computer programs: CrysAlis PRO (Rigaku OD, 2015) , SHELXS97 (Sheldrick, 2008) , SHELXL2018 (Sheldrick, 2015) , ORTEP-3 for Windows and WinGX (Farrugia, 2012) and CHEMDRAW Ultra (Cambridge Soft, 2001) .
Figure 1
The molecular structure showing 50% displacement ellipsoids. Primed and unlabelled atoms are generated by the symmetry operation 1 À x, y, 1 2 À z.
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where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.001 Δρ max = 0.27 e Å −3 Δρ min = −0.24 e Å −3 Extinction correction: SHELXL2018 (Sheldrick, 2015) ,
Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. All hydrogen atoms were placed in calculated positions and refined using a riding model. Aromatic C-H distances were set to 0.93\%A and their U(iso) set to 1.2 times the U eq for the atoms to which they are bonded. Methyl groups were allowed to rotate about the C-C bond and C-H distances were set to 0.96\%A with U(iso) set to 1.5 times the U eq for the C atoms to which they are bonded. The N-H bond was set to 0.86 Å and U iso (H) set to 1.2 times U eq (N).
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (14) −0.0169 (10) −0.0081 (9) 0.0221 (11) C7 0.0336 (7) 0.0433 (8) 0.0439 (9) 0.0005 (6) 0.0009 (6) 0.0035 (7) data-4
IUCrData (2018). 3, x180424 C8 0.0317 (7) 0.0466 (8) 0.0413 (8) 0.0007 (6) 0.0023 (6) −0.0003 (7) C9 0.0502 (10) 0.0512 (10) 0.0772 (14) −0.0021 (8) 0.0016 (9) −0.0140 (9) C10 0.0330 (7) 0.0472 (8) 0.0399 (8) 0.0024 (6) 0.0025 (6) 0.0050 (7) C11 0.0337 (7) 0.0514 (9) 0.0379 (8) −0.0059 (7) 0.0032 (6) −0.0044 (7) C12 0.0325 (7) 0.0501 (9) 0.0389 (8) −0.0047 (6) 0.0016 (6) 0.0018 (7) C13 0.0343 (7) 0.0482 (9) 0.0392 (8) −0.0029 (6) 0.0030 (6) −0.0029 (7) C14 0.0502 (10) 0.0510 (10) 0.0634 (12) 0.0016 (8) 0.0080 (8) 0.0086 (9) C15 0.0332 (8) 0.0532 (10) 0.0629 (11) 0.0023 (7) 0.0063 (7 (14) C27 0.0355 (7) 0.0455 (8) 0.0471 (9) −0.0008 (6) 0.0045 (7) −0.0002 (7) C28 0.0320 (7) 0.0529 (9) 0.0445 (9) −0.0021 (7) 0.0036 (6) 0.0050 (7) C29 0.0586 (11) 0.0672 (12) 0.0548 (11) 0.0111 (9) 0.0057 (9) 0.0127 (9) C30 0.0321 (7) 0.0576 (10) 0.0465 (9) −0.0072 (7) 0.0048 (7 (6) 0.0077 (7) N10 0.0353 (7) 0.0872 (12) 0.0656 (10) 0.0123 (7) 0.0118 (7) 0.0286 (9) N11 0.0325 (7) 0.0834 (11) 0.0582 (10) 0.0094 (7) 0.0094 (6) 0.0211 (8) 
